Structure description
Quinoxaline derivatives have attracted interest because of their biological and pharmacological activities (Ramli et al., 2014; Ramli & Essassi, 2015) . As a continuation of our work on the synthesis of 3-methylquinoxalin-2-one derivatives in order to evaluate their pharmacological activities (Ramli et al. 2010a (Ramli et al. ,b, 2011 (Ramli et al. , 2013 (Ramli et al. , 2018 Caleb et al., 2016; Missioui et al., 2017) , the title compound ( Fig. 1 ) was synthesized and its crystal structure is reported here.
The dihydroquinoxaline portion of the molecule is not completely planar, as can be seen from the displacements [+0.0572 (8) (N2) to À0.0874 (8) Å (C9)] from the mean plane (r.m.s. deviation = 0.0411 Å ) of the bicyclic unit. In addition, a puckering analysis of the heterocyclic ring gave the parameters Q = 0.0893 (11) Å . = 72.7 (7) and ' = 205.6 (8) . The N2/C10/C11 unit is inclined to the mean plane of the dihydroquinoxaline portion by 82.91 (8) while the C11/O2/O3 unit is rotated from the N2/C10/C11 unit by 8.4 (2) .
data reports
In the crystal, the main molecule, together with the lattice water molecules, form zigzag chains along the b-axis direction through O3-H3AÁ Á ÁO4 and O4-H4BÁ Á ÁN1 hydrogen bonds (Table 1 and Fig. 2 ). The chains are connected into corrugated layers parallel to the bc plane by O5-H5BÁ Á ÁO1 hydrogen bonds and the layers are then associated through inversionrelated pairs of O5-H5AÁ Á ÁO2 hydrogen bonds and head-totail -stacking interactions between inversion-related dihydroquinoxaline moieties [centroid-centroid distance = 3.5295 (7) Å ; dihedral angle = 3.33 (5) ; symmetry code 1 À x, 1 À y, 2 À z; Table 1 and Fig. 3 ].
Synthesis and crystallization
1 g of ethyl 2-(3-methyl-2-oxoquinoxalin-1(2H)-yl) acetate in 15 ml of a mixture of H 2 O/EtOH (50:50 v/v) and 5 ml of 10% NaOH were stirred at room temperature for 1 h. After completion of the reaction (monitored by TLC), the medium Table 1 Hydrogen-bond geometry (Å ,  ) . The asymmetric unit of the title compound with labelling scheme and 50% probability ellipsoids. The O-HÁ Á ÁO hydrogen bonds (Table 1) involving the lattice water molecules are shown as dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) .
was acidified with HCl (3 M). The precipitate obtained was crystallized from ethanol to afford colourless crystals in 55% yield.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
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data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. The C-bound H atoms were located in a difference Fourier map and refined freely. As independent refinement of the H atoms attached to oxygen gave unsatisfactory geometries, particularly for H3A, the positions of these atoms were idealized and they were included as riding contributions with U iso (H) = 1.5 U eq (O). Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma (F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. H-atoms attached to oxygen were placed in locations derived from a difference map, their coordinates were adjusted to give O-H = 0.87 Å and were included as riding contributions. Symmetry codes: (i) −x+1/2, y−1/2, −z+1/2; (ii) −x+1, −y+1, −z+1; (iii) x, y, z−1; (iv) −x, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

